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H-bonds

Hydrophobic

Electrostatic

85% 72% 45% 12% 78% 56% 23% 89%

23% 45% 89% 92% 34% 67% 95% 56%

78% 89% 12% 5% 82% 76% 15% 67%

Protein-Ligand Interaction Frequencies (%)
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Binding Site Residues
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